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3rd Annual WGIN Stakeholders Forum 12.15 - 16.30, 

22nd November 2005
Rothamsted Research, Harpenden, Herts
AGENDA
The WGIN management meeting will be held 9.45 – 12.15 for invited participants only

12.15
Lunch 
13.30
Welcome


Peter Shewry

13.35 WGIN Diversity field trial on resource use efficiency -Years 1 to 3


Grain samples available for trait assessment

Peter Barraclough
2.00 
WGIN pathology – Septoria leaf spot, yellow rust, eyespot, ergot and EU FP 6 Integrated Project - Bioexploit

Kim Hammond-Kosack
2.20
WGIN Second Wheat Syndrome – Take-all

Rosemary Bayles / Neil Paveley

2.30 The new LINK project - HFN 

Peter Jack, RAGT Seeds and others 

3.35 
Tea 
3.50 
EU FP 6 Integrated Project - Healthgrain

Peter Shewry 

4.05 Discussion paper NIAB


Wayne Powell

4.20 
Summing up

4.30 Meeting closes 

Provisional date for next Stakeholders meeting 28th November 2006
SUMMARY OF DISCUSSION, QUESTIONS AND
COMMENTS FOLLOWING THE PRESENTATIONS

Peter Barraclough (RRes)
Q1.
In the WGIN variety trials, many elite UK varieties have been tested for the nitrogen utilisation efficiency.  Could you tell us which one performed the best and which the worst?

We only have data for two years and only yield data from year 2 have so far been analysed, therefore any conclusions are not complete. However, there are some indications that Beaver consistently performs well and Soissons consistently badly.
Q2.
Is the information available to the public?

Yes, some of the results are already posted on the WGIN website.  Once all the analyses are complete the rest will also be placed on the website.  For the moment, people are welcome to contact Peter Barraclough or Kim Hammond-Kosack for specific information.
Kim Hammond-Kosack (RRes)

Q1.
Is there anything known about the genetics of Triticum monococcum resistance to the tested UK wheat pathogens?
None, this is why we are generating several mapping populations and EMS-populations to define the genetic basis of the resistance.

Neil Paveley (ADAS)

C.1
Second wheat syndrome field experiment. Over the years, many field and pot experiments have firmly established that significant differences exist amongst varieties in terms of resistance to take-all.  However, several factors may affect the assessment, including the fact that the take-all population is patch-distributed in the field and the history of cropping which may strongly affect the build-up of the soil take-all population.

Yes, many affect the assessment.  This is why a follow-up second year of assessments is required.  New tools also need to be developed to make more precise studies.  For instance, it would be helpful to have diagnostic markers to distinguish different take-all strains that possibly exploit different niches.  Improving on take-all assessment is also desirable.
Peter Jack (RAGT), Mike Holdsworth (Univ of Nottingham), Peter Kettlewell (Harper Adams), Andy Phillips (RRes) and John Flintham (JIC)  
Q1.
In the pre-harvesting sprouting (PHS) and premature amylase (PMA) project, many field experiments are going to be carried out.  How do you measure the effects of the environmental factors on these processes?

In all the field experiments, meteorological data will be collected.  Furthermore, studies in controlled environments will be carried out to define the effects of various environmental factors.

Q2.
The amylase activities vary depending on the grain sizes. How do you distinguish the variation within individual grains in one variety from the variation caused by the different genetic backgrounds?
Yes, there is considerable variation in amylase levels between individual grains. However, in PMA-resistant varieties there is a generally low level of amylase in most grains, with a few grains having higher levels; in transgenic lines with increased GA levels, many more grains have high amylase levels, and some have very high levels. The link with grain size identified in Rht isogenics lines is complicated by the pleiotropic effects of the rht dwarfing mutations, which affect both grain size and amylase levels, possibly through different mechanisms.

Q3.
I can see that it is relatively easily to dissect the PMA variation physiologically.  How do you assay the variation at the molecular level?
We will approach this task in two ways.  First, bioinformatics and microarrays will be carried out to define the molecular pathways involved in PMA.  Second, a candidate gene approach based on knowledge gained from research involving Arabidopsis and rice will be used to define targets for TILLING to Identify variant alleles related to PMA.

Peter Shewry (RRes) 

Q1.
In the EU IP project HEATHGRAIN programme, lysine is not mentioned in the grain quality study.  Why not?

Because HEALTHGRAIN if funded by the EU it is focused on problems of greater relevance to the developed populations of Europe (eg, type 2 diabetes and obesity) and protein quality is not an issue for these populations. 
Please remember to provide us with feedback on this year’s Stakeholder meeting so that we can make appropriate changes next year.  Please send all feedback and requests for further information to WGIN.Defra@bbsrc.ac.uk

Full details of the Defra funded Wheat Genetic Improvement Network (WGIN) can be found on the website, http://www.wgin.org.uk.
The PowerPoint presentations given at this meeting are also available on the website.

25th November 2005


- 3 -
WGIN 3rd Stakeholders Forum November 2005 


