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WGIN management meeting

27th June, JIC

MINUTES 

Attendees: 

Neil Paveley, Thomas Jolliffe, David Feuerhelm, Chris Chapman, Graham Jellis, Tina Barsby, Peter Jack, Simon Griffiths, Simon Orford, John Snape, Kim Hammond-Kosack, Any Phillips, Hai-Chun Jing, Elke Anzinger
Apologies: Mike Holdsworth, Robbie Waugh
Welcome – Peter Shewry:

Peter noted that we do not have a representative from Defra. We have not been allocated a liaison person in Defra but there is a high level strategy meeting between BBSRC and Defra scheduled for July 17. We anticipate that Angela Karp and Kim will represent the GINs for Rothamsted. We will use this as an opportunity to discuss the future of WGIN.

Research updates and future plans
Simon Griffiths:
Update on germplasm and marker development at JIC

PowerPoint presentation (001Simon Griffiths WGIN June 2007 JIC)
Additional Information:

1. Watkins Collection:

Discussion:

Simon Griffiths aims to improve characterisation of the Watkins collection to increase its use. The plan is to use characterised markers. 
Simon Griffith also submitted a grant application with Keith Edwards to analyse the Watkins and Gediflux populations with the new padlock probes.

Australia received a duplicate of the Watkins population from JIC some years ago. One benefit that Australia has already obtained from the Watkins collection is nematode resistance. There is now an effort to combine Watkins population data from JIC and Australia in one database, coordinated by Simon Orford at JIC and Michael Mackey at Tamworth, Australia. 

Simon invited the participants to suggest diagnostic markers for analysis.

Questions: 
Q: Are you genotyping with perfect markers?

A: With allele of Ppd-D1, Ppd-B1
Some breeders are also carrying out phenotyping on the Watkins population, for example on diseases, i.e. OBM.

Q: Are the breeders reporting the phenotyping data back to JIC?

A: Yes.

Q: Is the leaf rust locus LR 37 a good marker. Are you using it on the Watkins population?

A: LR 37 is not a good marker for the Watkins population
.

Q: How many lines are there within the Watkins collection?

A: In all there are 3200 lines, from 800 families.

2. Paragon population:

Paragon mutants are already being requested. 

Q: How are deletion markers for Paragon characterised?

A: flanking PBD regions, genetic marker work is possible. 80 deletion mutants are being mapped with Dart markers to establish size of deletions.

Andy Phillips:
Update on Cadenza population and TILLING
PowerPoint presentation (002 Andy Phillips WGIN June 2007 JIC)
Additional Information:

There are still some technical challenges with the TILLING method. This is apparently also the case with barley at SCRI. 
Q: Can you identify gene knockouts?

A: Yes, we can, but is the success rate is fairly poor.

Andy could contact Peter Sharp at the University of Sydney about modifications made to TILLING in his laboratory.
EMS treatment leads to G to A changes in DNA. A trial TILLING run with 1000 lines identified 21 new mutations in GA20ox1, but all except 1 of the mutations did not affect the amino acid sequence. In the Slater Nature Genetics manuscript on TILLING in hexaploid wheat, a similar frequency of nucleotide mutations were recovered by TILLING an EMS mutagenised population but more resulted in an amino acid change.

Q: Have you done RNAi work on this one mutation?

A: No.

Andy’s lab is now also using high resolution MELTING analysis which is more sensitive. This method works better on smaller DNA fragments. However all the TILLING primers were designed for large fragments, so Andy will be using nested PCR on the TILLING fragments. A BBSRC sponsored Tools and Resources grant has been awarded to Andy and Kim to develop the high resolution MELTING analysis technique.
Kim Hammond-Kosack:
Triticum monococcum, genetics and pathology
PowerPoint presentation (002 KHK WGIN June 2007 JIC)
Additional Information:

T. monococcum collection is mainly spring type. One fifth of the accessions held at RRes originated in Turkey.

New work on Take All includes glasshouse and field experiments with T. monococcum. Promising sources of resistance have been identified. Methods established in the glasshouse should allow more extensive screening of the T. monococcum germplasm collection for Take All resistance.

Progress was also made crossing T. monococcum  lines together and with hexaploids. T. monococcum x T. aestivum crosses resulted in seed set of 25%. Necrosis of the anthers has been observed in these F1 plants but these plants have been used as the female parent to backcross with the hexaploid parent.

Q: Who else has done backcrossing with T. monococcum?

A: John Snape has done it. Two backcrosses are needed to stabilise the cross.

Q: What about screening CIMMYT synthetics with Take All?

A: Needs to be re-evaluated.

Q: What happened with the Chinese mutations?

A: We’ve grown 100 to M2 seed and because the size of the deletions is expected to be small, we decided on AFLP analysis to determine mutation rate and deletion size. This work is in progress and the results will be circulated by E.mail in due course
Any other business:

1. WGIN renewal: see notes under welcome

2. Small Grain Cereals: 

Tina will submit a proposal to renew the grant with a similar scope for the July 11 deadline. Rothamsted will organise the annual meeting next year, with self funding if necessary. This will include grasses as before.

3. Next WGIN management meeting:

We should discuss biofuels and revisit the BWB trait list (e.g. include phenology, insect resistance, take all)
Elke will send out the BWB trait list and add it to the WGIN website.

The next WGIN management meeting will take place in October 2007/early November. The date and venue will be communicated by e-mail.

4.  Notification of wheat new grants awarded

Defra have agreed a three year contract with Frank van den Bosch (RRes) and Neil Paveley (ADAS) on modelling the effect of resource use efficiency. Frank will be asked to give a presentation at the next WGIN management meeting. There also is a new ADAS LINK project on phenology – ADAS will be invited to give a talk at the next management meeting.

5. WGIN Stakeholder Meeting:

The WGIN stakeholder meeting will take place on the 29th November 2006 at RRes. The following topics will be covered in the stakeholder meeting: Mutants, nitrogen use efficiency, wheat functionality, diversity trial, Hereward
Checked by Andy Phillips, Peter Shewry, John Snape, Kim Hammond-Kosack
Date add: 10th July 07
WGIN website address: www.wgin.org.uk
WGIN e-mail: wgin.defra@bbsrc.ac.uk
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