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WGIN management meeting

21 February 2007, RRes
MINUTES 

Attendees: John Snape, Peter Shewry, Chris Chapman, Simon Griffiths, Simon Orford, Andy Greenland, John Foulkes, Kim Hammond-Kosack, Andy Phillips, Peter Jack, Elke Anzinger

Apologies: Mike Holdsworth, Graham Jellis, Julie Seekings, Louise Ball, Thomas Jolliffe, Chris Tapsell, Stephen Smith, Tina Barsby, Neil Paveley, Donal O’Sullivan
Research updates and future plans
Kim Hammond-Kosack:

PowerPoint presentation (001 KHK WGIN Feb 2007 RRes)
Additional information:

Transfer of genes from T. monococcum to T. aestivum is slow.

T. monococcum is predominantly a soft grain species.

DV92 (MDR 308) was sourced from the Dubkovsky laboratory, which has a BAC library for this genotype.

Kim will contact John Snape regarding the pre-existing COS markers for developing a consensus molecular marker map for T. monococcum. John is part of a COS marker consortium within the new CSI project lead by Ian King (IGER).

Introgression (slide 19):

The bread wheat varieties Riband, Cadenza and Chinese Spring were used for introgression with T. monococcum. Embryo rescue was carried out 21 days after pollination. For successful introgression the T. monococcum hybrid has to be female and T. aestivum has to be male.

Disease resistance:

The thirty multiple disease resistant T. monococcum lines (MDRs) were originally sourced from the Vavilov Institute, St Petersburg, Russia.

In ecoTILLING of the MDRs T. monococcum accessions revealed a limited number of nucleotide changes. Only a couple of conserved amino acid changes occurred as a consequence of these nucleotide changes.
Although mildew resistance is currently not a prime target for breeders, the choice of MLO as the second TILLING target is appropriate to study  because a lot is already known about the functional domains in this protein and there is promise of quick progress. Also an increased resistance to strobilurin fungicides, the main chemical controlling mildew, has been reported recently across Europe. 
Question: Is VIGS the preferred method?

Answer: VIGS is currently quite expensive because of the need to produce 3 in vitro transcripts to inoculate plants. But a new VIGS method based around Agrobacterium T-DNA delivery will be developed at RRes in collaboration with SCRI. At Rothamsted we plan to use more VIGS than RNAi to test for disease resistance components to multiple pathogens in both T. monococcum and T. aestivum.

Question: Will new findings in the study of rice blast help with the control of take-all?

Answer: Yes they could, because they have similar infection biologies at the stem base (Nature 2006, Anne Osbourn). 

Comment: Rice blast has been reported to cause problems in wheat in wheat/rice rotations in China.

Question: Will you challenge the MDR002 x MDR308 population with eyespot?

Answer: No, not within WGIN project because of the lack of funds.
Question: Is there a possibility for collaboration?
Answer: Yes.

Simon Griffiths:
PowerPoint presentation (002 SGriffiiths WGIN Feb 2007 RRes)
Additional information:

EMS treated Paragon population:

There is enough EMS treated Paragon seed available for anyone who would like to do yield trials. Obviously this would run out if there were a lot of requests!
5000 lines of the EMS treated Paragon population will be grown in the field this year under low N conditions; this is for the BBSRC/INRA Nitrogen Use Efficiency project.
Question: Is EMS treated Paragon set up for TILLING?

Answer: No, but there is DNA available for anyone who wants to carry out TILLING, so it could be used for this.

Question: How much phenotype data is there on Cadenza?

Answer: Not as much as on Paragon, but Cadenza phenotype scoring will be carried out soon within the Healthgrain project. 

Watkins collection:

The Watkins population was grown in the field in 2006. We noticed that many lines were quite heterogeneous. The Watkins collection needs structuring at genotypic level. 

Seeds of the Watkins collection were sent to Australia many years ago. We want to start working on a common database for the Watkins collection.

Since collection the Watkins collection has been selfed for 20 to 30 generations.

The SSCP primers we have developed are in conserved regions, therefore many species can be tested.

Question: Has there been any marker work done on the Watkins population to assess population structure?

Answer: Simon Orford has done some work, but we are going to collaborate with Peter Isaac to scale it up on the ABI. We want to get as many gene based markers as possible.

Question:  Are Avalon/Cadenza a focal point for marker development?

Answer: We will do crossing and backcrossing of Paragon. Paragon/Cadenza crosses will be used for mapping. – Marker assessment will take place after backcrossing. 

John Snape: We strongly encourage feedback on the maps which have just been added to the WGIN website.

Triticare consensus database on 8 crosses: We’ve put in an application for a BBSRC Tools and Resources grant and shall have an answer in two weeks.

Andy Phillips:
PowerPoint presentation (003 APhillips WGIN Feb 2007 RRes)
Additional information:
When we carry out crossing we will find out whether the mutated genes found in TILLING are recessive or dominant.

The MELTing technique is not patented.

Kim: We have applied for a bioinformatics grant on the maintenance of the T. monococcum database.

Update on the January seed quality meeting
Peter Shewry:

A workshop on seed development and quality was held at RRes in January 2007.

· John Snape has agreed to list available populations with brief information on phenotypes

· Grain texture is of wide interest and it may be possible to exploit information from a recent LINK project involving JIC/Nottingham and ADAS

· Peter and John may prepare a new proposal on dietary fibre in wheat
· The genetics and end use LINK has generated three populations with detailed maps and functionality studies. They may form the basis for further studies.

· Work on NUE/protein content is important. The JIC, Nottingham and RRes have interests which can be combined.

· White wheat for processing is a challenging target.

· Keith Edwards is evaluating a new array platform which may provide better resolution of homeologues. 
Workshops and other meetings

John Snape is organising a CIMMYT/UK wheat workshop (BBSRC funded) which will take place at JIC in the end of June. 10 people from CIMMYT and 30 people from the UK will be invited.

In the end of 2007 a BBSRC funded China/UK wheat workshop will be held in Beijing. Peter Shewry is organising this workshop.

Several RRes researchers will attend an important ICARDA meeting this April.

John Snape, Mary Bryne and Mike Bevan are organising a Brachypodium workshop, which will take place at JIC on the 12th September this year. 

The next WGIN management meeting will take place this June, most probably 25th June at the John Innes Centre.

WGIN website address: www.wgin.org.uk
WGIN e-mail: wgin.defra@bbsrc.ac.uk
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